examined on a UV transilluminator.
137
Cloning and sequencing of nirK and nirS 138 Both nirK and nirS PCR products were purified using the Wizard DNA 
Phylogenetic analysis

146
The nirK and nirS nucleotide sequences were translated to amino acid sequences 147 using the Molecular Evolutionary Genetics Analysis (MEGA v. 3 
Results
177
Reactor performance
178
The denitrification performance of the SBR was assessed by measuring NO 3 -
179
and NO 2 -levels on days 1, 6, 15, 21, 26, 32, 35, and 47 . Fig. 2 
248
The tree topology of nirK products showed three distinct clusters (Fig. 6) using NO 2 -, some denitrifying strains may form a similar separate clade.
344
As far as can be determined from the data in Fig. 6 , the added carbon source 
